Supplementary Table 1. Percentages of non-redudant nucleotides shared between Sfax metaviromes and matched metagenomes, respecting to
total nucleotide content of each query.

Sfax metaviromes as queries

Sfax metaviromes as database (this study; Acc. N°) TSmay C4oct MIloct TSoct
TSMay (this study; JQ794227-JQ794350) 100 0.000 1.220 1.520
C40ct (this study; JQ793966-JQ794094) 0.010 100 7.1 0.010
M1Oct (this study; JQ794095-1Q794226) 1.070 7.370 100 0.000
TSOct (this study; JQ794351-JQ794444) 2.290 0.000 0.120 100

Other metagenomes as database (Refs; Acc. N°)

CR30 metagenome (32; DU824018-DU826964) 0.400 0.000 0.120 0.000

CR30 metavirome (51; GU735099-GU735367, GU735369-GU735406,

HMO030731-HM030733) 2.720 0.000 0.390 4.450
CR30 metavirome (28; PRINA82917) 20.010 0.000 1.620 41.590
HighSalternSDbayMic112805 (26; PRINA28453) 0.130 0.000 0.000 0.000
HighSalternSDbayVirl1 11605 (26; PRINA28457) 8.540 0.620 4.080 25.160
HighSalternSDbayVir112805 (26; PRINA28453) 0.140 0.000 0.120 1.330
HighSalternSDbayVir120705 (26; PRINA28447) 0.000 0.000 0.130 0.430

LowSalternSDbayVir0704 (26; PRINA28353) 0.000 0.130 0.000 0.000




MedSalternSDbayVir111005 (26; PRINA28375) 0.000 0.850 0.140 0.000
MedSalternSDbayVirl11605 (26; PRINA28459) 0.000 0.130 0.000 0.000
MedSalternSDbayVir112205 (26; PRINA28445) 0.000 0.730 0.000 0.230
MedSalternSDbayVir1 12805 (26; PRINA28463) 0.000 0.380 0.280 0.000
Lake Retba (53; GS926706-GS927688) 0.830 0.000 0.240 3.600
Death Sea (17; GQ444463-GQ446287) 0.000 0.000 0.000 1.340




